Scale 500 Kb} | braRapl
chrA9:| 1,100,000 1,200,000 1,300,000 1,400,000 1,500,000 1,600,000 1,700,000] 1,800,000 1,900,000|

Assembl
AENI01007270.1] AENI01007278.1 [EEEEE AENI01007285.1 EEEH yAEN|01007291.1| AENI01007297.1]
AENI01007271.1 | AENI01007279.1 EEEB) AENI01007286.1 3EEE AENI01007293.1 1
AENI01007272.1 BB AENI01007280.1 | AENI01007287.1 EEEEE  AENI01007294.1 ]
AENI01007273.1 AENI01007281.1 EEEEEER AENI01007288.1F  AENI01007295.1]
AENI01007274.1 AENI01007282.1 AENI01007289.1 BB AENI01007298.1
AENI01007275.1 AENI01007283.1] AENI01007290.1 Bl AENI01007299.111
AENI01007276.1] AENI01007284.1 AENI01007292.1 SEEEEN  AENI01007300.1|
AENI01007277.1 EEEEEEERSRY AENI01007296.1 EEEEEEEESN
AENI01007301.1|
AENI101007302.1 BEEEEEEEE
Ga
Gap| | | | [ | | [ |p | [l L1 111
70 _ GC Percent in 5-Base Windows
GC Percent
30l b 1 o) 0000 i a0 il Dt
Genscan Gene Predictions
chrA9.79]  chrA9.88lf  chrA9.96| chrA9.105  chra9.113|] chrA9.123HI chrA9.131H  chrAa9.138H4  chrA9.150 Hi
chrA9.80/ |  chrA9.91| chrA9.101 | chrA9.108] = chrA9.117HH chrA9.127| chrA9.134H  chrA9.144|
chrA9.81 |  chrA9.92f chrA9.102|| chrA9.109JH  chrA9.118| = chrA9.128|-H chrA9.135H  chrA9.145]
chrA9.82) W  chrA9.93] chrA9.103 chrA9.110 K  chrA9.119H chrA9.129]| chrA9.136| = chrA9.146 ||
chrA9.83 I chrao.04HHl  chra9.104—H| chrA9.111H  chrA9.120] chra9.1304H  chra9.137H  chra9.147 |l
chrA9.84 | chrA9.95 [#l chrA9.106 H chrA9.115 || chrA9.125)]  chrA9.132|  chrA9.139l| chrA9.151
chrA9.85 H chrA9.97| chrA9.107f4  chrag.116l]  chra9.126l  chrAa9.133|  chrag.140] chrA9.152
chrA9.86 | chrA9.98| chrA9.112| = chrA9.121] chrA9.141 |f
chrA9.87H chrA9.99 chrA9.114H  chra9.124H chrA9.142 |
chrA9.89] chrA9.100 HH| chrA9.122| chrA9.143 4
chrA9.90[§ chrA9.148|
chrA9.149 |f
CpG Islands (Islands < 300 Bases are Light Green)
CpG: 33| CpG:100| CpG:65| CpG:49] CpG: 19| CpG: 20| CpG: 49|  CpG: 46| CpG: 16| CpG: 51|
CpG:154 | CpG:23] CpG: 21| CpG: 25|  CpG:20| CpG:110| CpG: 76| CpG: 36| CpG: 137|
CpG:58 | CpG:63| CpG:21| CpG: 80| CpG:80| CpG:54| CpG: 69| CpG: 21| CpG: 60|
CpG:102 | CpG: 23| CpG: 70| CpG: 18| CpG: 69| CpG: 18] CpG: 64|
CpG: 34 | cpG:19| CpG: 43| CpG: 57| CpG: 64| CpG: 33|  CpG: 20|
CpG: 35 | CpG: 42| CpG: 150| CpG: 46|  CpG: 29|
CpG: 25 | CpG: 49| CpG: 18] CpG: 29|  CpG: 30|
CpG: 60| CpG: 34| CpG: 34| CpG: 43|
CpG: 21| CpG: 22|
CpG: 27|
CpG: 29|
CpG: 28|
CpG: 25|
Repeating Elements by RepeatMasker
R 1| | Rl i | I |
DNA |
simple | 11 11 MUV OO OUE COMET 00 COERRE O ORE O (OO0 OO0 AR OO0 e 00 I o | |
Low Complexity [l [1] [I'] L T e TN o M AN [ I (0T TH 1
RNA

Genomic Intervals Masked by WindowMasker + SDust
WM + SDust _—

Simrsle Tandem Repeats bi, TRF
simple Repeats || Il TIMV VMO0 IO T 00 T I VO IO o o oe et emeeie 0 bnee et et vt - bt i



