Scale 5 kb | GCA_009764505.1

WOXX01001476.1: | 2,139,000] 2,140,000] 2,141,000] 2,142,000 2,143,000 2,144,000 2,145,000 2,146,000 2,147,000|

Assembl
AWVI@N O OUNOIONANATUE > > > > >0 5505055055555 0 5535530530305 0 3550305003050 030 500355030 53530 5353055353555 3553553555535 555535555555

70 _ GC Percent in 5-Base Windows
GC Percent
30 _
Augustus Gene Predictions
RefSeq mRNAs mapped to this assembly
CpG Islands on All Sequence (Islands < 300 Bases are Light Green)
RepeatMasker Repetitive Elements
CR1-Y2_Aves [ETRTTXL

Simple Tandem Repeats by TRF
Simple Repeats
Genomic Intervals Masked by WindowMasker + S

ust
wMm+soust] | I LV W L LLLELLEN N HELL T 0Tl II|I MEn T ter e et



