Scale NW_022045710: Gap

Simple Repeats RepeatMasker

1 kb DhydRefSeq1 231,500 232,000 232,500 233,000 233,500 Gap Locations NCBI RefSeq Genes Spaln Alignment of D. melanogaster Proteins

GeMoMa Gene Predictions with RNA-Seq N-SCAN PASA-EST Gene Predictions Augustus Gene Predictions Aggregated RNA-Seq Coverage

Simple Tandem Repeats by TRF Repeating Elements by RepeatMasker

XM_023306672 Rad23-PC Rad23-PB Rad23-PA FBtr0089121_R0 NW_022045710.014.1 augustus_NW_022045710.g569.t1 Aggregated RNA-Seq Coverage

36.03 _

0 _