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APPRIS - Principal Isoforms
Couldn’t open https://apprisws.bioinfo.cnio.es/pub/trackHub/dm6/appris_method.appris.bb

Couldn’t open https://apprisws.bioinfo.cnio.es/pub/trackHub/dm6/appris_method.spade.bb

Couldn’t open https://apprisws.bioinfo.cnio.es/pub/trackHub/dm6/appris_method.firestar.bb
APPRIS - protein structural information
Couldn’t open https://apprisws.bioinfo.cnio.es/pub/trackHub/dm6/appris_method.matador3d.bb
APPRIS - species conservation
Couldn’t open https://apprisws.bioinfo.cnio.es/pub/trackHub/dm6/appris_method.corsair.bb

Couldn’t open https://apprisws.bioinfo.cnio.es/pub/trackHub/dm6/appris_method.thump.bb

Couldn’t open https://apprisws.bioinfo.cnio.es/pub/trackHub/dm6/appris_method.crash.bb
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Repeating Elements by RepeatMasker

RepeatMasker [ TGN B 1 Bl



