PhyloCSF+1

PhyloCSF+2

PhyloCSF+3

PhyloCSF-1

PhyloCSF-2

SplicePred+

SplicePred-

Scale

2 kb | dmé

chra: 308,500 309,000 309,500 310,000 310,500 311,000 311,500 312,000 312,500 313,000

PhyloCSF Candidate Coding Regions (PCCRs) Not In flybase v6.15 Gene Set
Smoothed PhyloCSF Strand + Frame 1

PR T " TN 1T i

Smoothed PhyloCSF Strand + Frame 2
bl i il

Smoothed PhyloCSF Strand + Frame 3

Smoothed PhyloCSF Strand - Frame 1

Smoothed PhyloCSF Strand - Frame 2

PhyloCSF-3

Smoothed PhyloCSF Strand - Frame 3
i U 100

|
Splice Predictions For + Strand

1 |||E|E1|I|E AT ||| | iliﬂl”h Lll L |Ii||||.5|- ‘ “”! ‘I 1|-||. || |l ““”h Cdl L |.I1Ii [JEL a\ I Il IJ| Il.HHEE“

Splice Predictions For - Strand
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